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Er::gn::" PTS: Phosphoenolpyruvate:carbohydrate-phosphotransferase system

Piliger-Grau and Gorke, 2010 The PTS system is the key signal transduction pathway involved in the regulation of carbon metabolism in
bacteria. It acquires phosphate from phosphoenolpyruvate (PEP) and passes it through the different
components of the system, with the ultimate acceptor being a sugar available in the environment, which is
phosphorylated upon transport by membrane components. Alpha-proteobacteria, such as rhizobia, retain a
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The establishment and maintenance of an effective N-fixing symbiosis is intimately interconnected with the metabolism
of the plant and requires a complex coupling of biochemical and morphological factors between rhizobia and their
host. The success of this interaction relies on a fine-tuned coordination of intracellular and extracellular signals.

Is PTSM the system allowing N-fixing bacteria to adapt their metabolism and thrive in different nutritional niches?
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